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In the Claims 

1-44 (canceled). 

45 (currently amended). An isolated or purified polynucleotide: 

a) encoding a polypeptide comprising SEQ ID NO: 1; 

b) encoding a Human Leukocyte Antigen (HLA) binding fragment of SEQ ID 
NO: 1 , wherein said HLA binding fragment comprises at least fiv e consecutive amino acids of SEQ 
ID NOT and has a length selected from the group consisting of 8, 9, 10, 1 1, 12, 13, 1 4, 15 , 1 6, 17, 
18, 19, 2 0 , 21, 22. 23, 2 1 , 25 , 2 6 . 27, 2 8, 29, 30, 31 , 32, 33, 31 and 35 amino acids an amino acid 
sequence selected from Lvs-Thr-Asn-Lvs-Trp-Glu-Asp-lle-Tvr (SEP ID NO:28). Lys-Ser-Ile-Tyr- 
Ile-Phe-Tvr-Thr-Tyr (SEP ID NO:29). Glv-Thr-Phe-Thr-Phe-Gln-Asn-Met-Tvr (SEP ID NO:30). 
Tvr-Phe-Glu-Cvs-Ile-Met-Lvs-Leu-Tvr (SEQ ID NP:32), Val-Tyr-Glu-Gly-Lvs-Leu-Lvs-Lvs-Tyr 
(SEP ID NO:33), Val-Val-Asp-Leu-Phe-Cys-Gly-Val-Gly-Tvr (SEP ID NO:34\ Phe-Ser-Ser-Ile- 
Asn-Thr-Tvr-Asp-Tyr (SEP ID NP:35), Yal-Ser-Asn-Val-Glu-Asp-Ser-Asn-Tyr (SEP ID NO:36). 
or Asn-Ser-Asn-Tyr-Asn-Lvs-Lvs-Leu-Tvr (SEP ID NO:37) ; or 

c) that is complementary along the full length of said polynucleotide of a) or b). 

46 (previously presented). The isolated or purified polynucleotide according to claim 45, 
wherein said polynucleotide encodes said polypeptide comprising SEQ ID NP: 1. 

47 (previously presented). The isolated or purified polynucleotide according to claim 45, 
wherein said polynucleotide encodes said HLA binding fragment. 

48 (previously presented). The isolated or purified polynucleotide according to claim 45, 
wherein said polynucleotide is complementary along the full length of said polynucleotide of a). 

49 (previously presented). The isolated or purified polynucleotide according to claim 45, 



J:\EPI\103 XVAmcnd-Resp\Amd4 . doc D N B j 1 1 u 



3 



Docket No. EPI.103X 
Serial No. 10/537,642 



wherein said polynucleotide is complementary along the full length of said polynucleotide of b). 

50 (currently amended). A vector comprising a promoter operably linked to a 
polynucleotide: 

a) encoding a polypeptide comprising SEQ ID NO: 1 ; 

b) encoding a Human Leukocyte Antigen (HLA) binding fragment of SEQ ID 
NO: 1 , wherein said HLA binding fragment comprises a t l ea st live consecutive amino acids of SEQ 
ID NO:l and has a l e ngth s e l ec t e d fr o m the group c ons isting of 8, 9, 10, 1 1. 12, 1 3, 14, 15 , IM^ 
18, 19, 20 , 2 1, 22, 23, 2 1 , 25 , 26, 27 , 28 , 29. 30, 31, 32, 33, 31 and 35 amino acids an amino acid 
sequence selected from Lys-Thr-Asn-Lvs-Trp-Glu-Asp-Il e-T yr (SEQ ID NO:28), Lys-Ser-Ile-Tyr- 
He-Phe-Tvr-Thr-Tvr (SEP ID NP:29L Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met-Tvr (SEP ID NO:30). 
Tvr-Phe-Glu-Cvs-Ile-Met-Lvs-Leu-Tvr (SEQ ID NP:32), Val-Tyr-Glu-Glv-Lvs-Leu-Lvs-Lvs-Tvr 
(SEQ ID NP:33), Val-Val-Asp-Leu-Phe-Cys-Glv-Val-Glv-Tyr (SEP ID NP:34). Phe-Ser-Ser-Ile- 
Asn-Thr-Tvr-Asp-Tvr (SEP ID NP:35). Val-Ser-Asn-Val-Glu-Asp-Ser-Asn-Tvr (SEP ID NO:36\ 
or Asn-Ser-Asn-Tvr-Asn-Lvs-Lvs-Leu-Tvr (SEP ID NO:37) ; or 

c) that is complementary along the full length of said polynucleotide of a) or b). 

5 1 (previously presented). The vector according to claim 50, wherein said polynucleotide 
encodes said polypeptide comprising SEQ ID NP: 1. 

52 (previously presented). The vector according to claim 50, wherein said polynucleotide 
encodes said HLA binding fragment. 

53 (previously presented). The vector according to claim 50, wherein said polynucleotide 
is complementary along the full length of said polynucleotide of a). 

54 (previously presented) . The vector according to claim 50, wherein said polynucleotide 
is complementary along the full length of said polynucleotide of b). 
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55 (currently amended). An isolated transformed host cell comprising a polynucleotide: 

a) encoding a polypeptide comprising SEQ ID NO: 1 ; 

b) encoding a Human Leukocyte Antigen (HLA) binding fragment of SEQ ID 
NO: 1 , wherein said HLA binding fragment comprises at l e ast five c onsecutive amin o acids o f SE Q 
IDNO:l and has a l e ngth selected from the group consisting of 8, 9, 10, 11, 12, 13, R 15, 16, 17, 
18, 19, 20, 21, 22, 23, 2 4 , 25 , 2 6 , 27 , 2 8, 29, 30, 31, 3 2. 33, 31 . and 35 amino acids an amino acid 
sequence selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID NP :28). Lys-Ser-Ue-Tyr- 
lle-Phc- Tvr-Thr-Tvr (SEQ ID NO:29). Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met-Tyr (SEP ID NP:30). 
Tvr-Phe-Glu-Cvs-Ile-Met-Lys-Leu-Tvr (SEQ ID NG:32), Val-Tvr-Glu-Gly-Lvs-Leu-Lys-Lvs-Tvr 
(SEQ ID NP:33). Val-Val-Asp-Leu-Phe-Cvs-Gly-Val-Glv-Tyr (SEP ID NO:34\ Phe-Ser-Ser-Ile- 
Asn-Thr-Tvr-Asp-Tvr (SEQ ID NO:35). Val-Ser-Asn-Val-Glu-Asp-Ser-Asn-Tyr (SEQ ID NO:36), 
or Asn-Ser-Asn-Tyr-Asn-Lvs-Lvs-Leu-Tvr (SEP ID NO:37) : or 

c) that is complementary along the full length of said polynucleotide of a) or b). 

56 (previously presented). The isolated transformed host cell according to claim 55, 
wherein said polynucleotide encodes said polypeptide comprising SEQ ID NP: 1. 

57 (previously presented). The isolated transformed host cell according to claim 55, 
wherein said polynucleotide encodes said HLA binding fragment. 

58 (previously presented). The isolated transformed host cell according to claim 55, 
wherein said polynucleotide is complementary along the full length of said polynucleotide of a). 

59 (previously presented). The isolated transformed host cell according to claim 55, 
wherein said polynucleotide is complementary along the full length of the polynucleotide of b). 

60 (currently amended). The isolated transformed host cell according to claim 55, 
wherein said polynucleotide is a vector comprising a promoter operably linked to a polynucleotide: 

a) encoding a polypeptide comprising SEQ ID NP: 1 ; 
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b) encoding a Human Leukocyte Antigen (HLA) binding fragment of SEQ ID 
NO: 1 , wherein said HLA binding fragment comprises at least fiv e consecutive amino acids of SEQ 
ID NO:l and has a length selected fro m the group consisting of 8, 9, 10, 11, 12, 13, 11, 15, 16, 17, 
18, 19, 20, 21, 22, 23, 24-, 25, 26. 27, 28, 29, 30, 31, 32, 33, 3 4 , and 35 amino acids an amino acid 
sequence selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID NO:28). Lys-Ser-Ile-Tyr- 
Ile-Phe-Tyr-Thr-Tvr (SEQ ID NP:29L Glv-Thr-Phe-Thr-Phe-Gln-Asn-Met-Tyr (SEP ID NQ:30). 
Tyi-Phe-Glu-Cvs-Ile-Met-Lvs-Leu-Tyr (SEQ ID NO:32). Val-Tyr-Glu-Gly-Lys-Leu-Lvs-Lys-Tvr 
(SEQ ID NO:33), Val-Val-Asp-Leu-Phe-Cys-Gly-Vai-Glv-Tyr (SEP ID NO:34). Phc-Ser-Ser-lle- 
Asn-Thr-Tvr-Asp-Tvr (SEQ ID NO:35\ Val-Ser-Asn-Val-Glu-Asp-Ser-Asn-Tvr (SEP ID NO:36). 
or Asn-Ser-Asn-Tvr-Asn-Lys-Lvs-Leu-Tvr (SEP ID NO:37) ; or 

c) that is complementary along the full length of said polynucleotide of a) or b). 

61 (previously presented). The isolated transformed host cell according to claim 60, 
wherein said polynucleotide encodes said polypeptide comprising SEQ ID ND: 1 . 

62 (previously presented). The isolated transformed host cell according to claim 60, 
wherein said polynucleotide encodes said HLA binding fragment. 

63 (previously presented). The isolated transformed host cell according to claim 60, 
wherein said polynucleotide is complementary along the full length of said polynucleotide of a). 

64 (previously presented). The isolated transformed host cell according to claim 60, 
wherein said polynucleotide is complementary along the full length of said polynucleotide of b). 

65 (withdrawn). A method of making a polypeptide comprising culturing an isolated 
transformed host cell according to claim 55 under conditions that allow for the production of said 
polypeptide. 

66-69 (cancelled). 
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70 (new). The isolated or purified polynucleotide according to claim 45. wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment has a 
length selected from the group consisting of 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,20,21,22,23,24, 
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, and 35 amino acids. 

71 (new). The vector according to claim 50, wherein said polynucleotide encodes said HLA 
binding fragment, and wherein said HLA binding fragment has a length selected from the group 
consisting of 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,20,21,22, 23,24, 25,26, 27,28,29,30,31,32, 
33, 34, and 35 amino acids. 

72 (new). The isolated transformed host cell according to claim 55, wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment has a 
length selected from the group consisting of 1 0, 1 1 , 12, 1 3, 1 4, 1 5 , 1 6, 1 7, 1 8, 1 9, 20, 2 1 , 22, 23, 24, 
25, 26, 27, 28, 29, 30, 3 1, 32, 33, 34, and 35 amino acids. 

73 (new). The isolated transformed host cell according to claim 60, wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment has a 
length selected from the group consisting of 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20,21,22,23,24, 
25, 26, 27, 28, 29, 30, 31, 32, 33, 34, and 35 amino acids. 

74 (new). The isolated or purified polynucleotide according to claim 45, wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment 
consists of an amino acid sequence selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID 
NO:28), Lys-Ser-Ile-Tyr-Ile-Phe-Tyr-Thr-Tyr (SEQ ID NO:29), Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met- 
Tyr (SEQ ID NO:30), Tyr-Phe-Glu-Cys-Ile-Met-Lys-Leu-Tyr (SEQ ID NO:32), Val-Tyr-Glu-Gly- 
Lys-Leu-Lys-Lys-Tyr (SEQ ID NO:33), Val-Val-Asp-Leu-Phe-Cys-Gly-Val-Gly-Tyr (SEQ ID 
NO:34), Phe-Ser-Ser-Ile-Asn-Thr-Tyr-Asp-Tyr (SEQ IDNO:35), Val-Ser-Asn-Val-Giu-Asp-Ser- 
Asn-Tyr (SEQ ID NO:36), or Asn-Ser-Asn-Tyr-Asn-Lys-Lys-Leu-Tyr (SEQ ID NO:37). 



J:\EPl\103X\Amend-Resp\Amd-l d >< DXB \nv 



7 Docket No. EPI.103X 

Serial No, 10/537,642 

75 (new). The vector according to claim 50, wherein said polynucleotide encodes said HLA 
binding fragment, and wherein said HLA binding fragment consists of an amino acid sequence 
selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID NO:28), Lys-Ser-Ile-Tyr-Ile-Phe-Tyr- 
Thr-Tyr (SEQ ID NO:29), Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met-Tyr (SEQ ID NO:30), Tyr-Phe-Glu- 
Cys-Ile-Met-Lys-Leu-Tyr (SEQ ID NO:32), Val-Tyr-Glu-Gly-Lys-Leu-Lys-Lys-Tyr (SEQ ID 
NO:33). Val-Val-Asp-Leu-Phe-Cys-Gly-Val-Gly-Tyr (SEQ ID NO:34), Phe-Ser-Ser-Ile-Asn-Thr- 
Tyr-Asp-Tyr (SEQ ID NO:35), Val-Ser-Asn-Val-Glu-Asp-Ser-Asn-Tyr (SEQ ID NO:36), or Asn- 
Ser-Asn-Tyr-Asn-Lys-Lys-Leu-Tyr (SEQ ID NO:37). 

76 (new). The isolated transformed host cell according to claim 55, wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment 
consists of an amino acid sequence selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID 
NO:28), Lys-Ser-Ile-Tyr-Ile-Phe-Tyr-Thr-Tyr (SEQ ID NO:29), Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met- 
Tyr (SEQ ID NO:30), Tyr-Phe-Glu-Cys-Ile-Met-Lys-Leu-Tyr (SEQ ID NO:32), Val-Tyr-Glu-Gly- 
Lys-Leu-Lys-Lys-Tyr (SEQ ID NO:33), Val-Val-Asp-Leu-Phe-Cys-Gly-Val-Gly-Tyr (SEQ ID 
NO:34), Phe-Ser-Ser-Ile-Asn-Thr-Tyr-Asp-Tyr (SEQ ID NO:35), Val-Ser-Asn-Val-Glu-Asp-Ser- 
Asn-Tyr (SEQ ID NO:36), or Asn-Ser-Asn-Tyr-Asn-Lys-Lys-Leu-Tyr (SEQ ID NO:37). 

77 (new). The isolated transformed host cell according to claim 60, wherein said 
polynucleotide encodes said HLA binding fragment, and wherein said HLA binding fragment 
consists of an amino acid sequence selected from Lys-Thr-Asn-Lys-Trp-Glu-Asp-Ile-Tyr (SEQ ID 
NO:28), Lys-Ser-Ile-Tyr-Ile-Phe-Tyr-Thr-Tyr (SEQ ID NO:29), Gly-Thr-Phe-Thr-Phe-Gln-Asn-Met- 
Tyr (SEQ ID NO:30), Tyr-Phe-Glu-Cys-Ile-Met-Lys-Leu-Tyr (SEQ ID NO:32), Val-Tyr-Glu-Gly- 
Lys-Leu-Lys-Lys-Tyr (SEQ ID NO:33), Val-Val-Asp-Leu-Phe-Cys-Gly-Val-Gly-Tyr (SEQ ID 
NO:34), Phe-Ser-Ser-Ile-Asn-Thr-Tyr-Asp-Tyr (SEQ ID NO:35), Val-Ser-Asn-Val-Glu-Asp-Ser- 
Asn-Tyr (SEQ ID NO:36), or Asn-Ser-Asn-Tyr-Asn-Lys-Lys-Leu-Tyr (SEQ ID NO:37). 
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